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Strengths and weaknesses of DNA-based methods

Faster and cheaper +

No life stage information

Interruption of time series 
(~legal framework)

-

-
Ecological/community patterns +

No quantitative info-

- Lack of trust-

--

Often more species detected +

Early detection of ‘new’ species +

- More prone to technical biases-

+High throughput

+Repeatable & Robust

+Standardisation across regions - Reliant on reference libraries-



Minuses hamper routine implementation

• Negative aspects prevail over 

the positive

• People tend to stick to what 

they know



Towards implementation
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limiting uptake
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✓ Extra ‘instrument’ in the monitoring toolkit 

(not abandoning traditional methods)

✓ Complementarity is key!
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Decision support tree - example soft sediment impact

https://www.geans.eu/decision-support-tool-0

https://www.geans.eu/decision-support-tool-0


Decision support example – soft sediment impact

https://www.geans.eu/decision-support-tool-0

https://www.geans.eu/decision-support-tool-0


What could a combined approach look like?

✓ Rapid assessment to detect changes using DNA-based method

✓ More comprehensive species list

✓ No loss of quantitative information at ‘crucial’ location

✓ Increased effort possible for similar budget (e.g. 4/5 instead of 3 morphological replicates)

5 m 50 m 100 m 500 m REFERENCE

Gradient design for soft sediment impact
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Further actions needed for implementation

✓ Centralised and standardized reliable reference libraries 

✓ Regional guidelines and methodological standards

✓ Proper data management – FAIR and including provenance tracking

✓ Trained people

✓ Continued communication with stakeholders

✓ Include local taxonomic/ecological knowledge
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Concluding message

Integrate DNA-based methods in your (national) 

monitoring programmes! 

✓ Fastest way to routine application

✓ Construction of time series in parallel with traditional ones

✓ Make use of the available GEANS outputs ☺



THANK YOU!
QUESTIONS?

CONTACT US

annelies.debacker@ilvo.vlaanderen.be

https://www.geans.eu/
https://northsearegion.eu/geans/

@GEANS_Interreg

mailto:annelies.debacker@ilvo.Vlaanderen.be
https://www.geans.eu/
https://northsearegion.eu/geans/

